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<210> 1 
<211> 666 
<212> PRT 

<213> Macadamia integrifolia 



<400> 1 



Met 


Ala 


He 


Asn 


Thr 


Ser 


Asn 


Leu 


Cys 


Ser 


Leu 


Leu 


Phe 


Leu 


Leu 


Ser 


1 








5 










10 










15 




Leu 


Phe 


Leu 


Leu 


Ser 


Thr 


Thr 


Val 


Ser 


Leu 


Ala 


Glu 


Ser 


Glu 


Phe 


Asp 








20 










25 










30 






Arg 


Gin 


Glu 


Tyr 


Glu 


Glu 


Cys- 


Lys 


Arg 


Gin 


Cys 


Met 


Gin 


Leu 


Glu 


Thr 






35 










40 










45 








Ser 


Gly 


Gin 


Met 


Arg 


Arg 


Cys 


Val 


Ser 


Gin 


Cys 


Asp 


Lys 


Arg 


Phe 


Glu 




50 










55 










60 










Glu 


Asp 


He 


Asp 


Trp 


Ser 


Lys 


Tyr 


Asp 


Asn 


Gin 


Glu 


Asp 


Pro 


Gin 


Thr 


65 










70 










75 










80 


Glu 


Cys 


Gin 


Gin 


Cys 


Gin Arg 


Arg 


Cys 


Arg 


Gin 


Gin 


Glu 


Ser 


Gly 


Pro 










85 










90 










95 




Arg 


Gin 


Gin 


Gin 


Tyr 


Cys 


Gin 


Arg 


Arg 


Cys 


Lys 


Glu 


He 


Cys 


Glu 


Glu 








100 










105 










110 






Glu 


Glu 


Glu 


Tyr 


Asn 


Arg 


Gin 


Arg 


Asp 


Pro 


Gin 


Gin 


Gin 


Tyr 


Glu 


Gin 






115 










120 










125 








Cys 


Gin 


Lys 


His 


Cys 


Gin 


Arg 


Arg 


Glu 


Thr 


Glu 


Pro 


Arg 


His 


Met 


Gin 




130 










135 










140 










Thr 


Cys 


Gin 


Gin 


Arg 


Cys 


Glu 


Arg 


Arg 


Tyr 


Glu 


Lys 


Glu 


Lys 


Arg 


Lys 


145 










150 










155 










160 


Gin 


Gin 


Lys 


Arg 


Tyr 


Glu 


Glu 


Gin 


Gin 


Arg 


Glu 


Asp 


Glu 


Glu 


Lys 


Tyr 










165 










170 










175 




Glu 


Glu 


Arg 


Met 


Lys 


Glu 


Glu 


Asp 


Asn 


Lys 


Arg 


Asp 


Pro 


Gin 


Gin 


Arg 








180 










185 










190 






Glu 


Tyr 


Glu 


Asp 


Cys 


Arg 


Arg 


Arg 


Cys 


Glu 


Gin 


Gin 


Glu 


Pro 


Arg 


Gin 






195 










200 










205 








Gin 


His 


Gin 


Cys 


Gin 


Leu 


Arg 


Cys 


Arg 


Glu 


Gin 


Gin 


Arg 


Gin 


His 


Gly 




210 










215 










220 











1 



Arg Gly Gly Asp 
225 

Glu Glu Gly Glu 

Arg Ser Leu Ser 
260 

Leu Glu Asn Phe 
275 

Tyr Arg Leu Val 
290 

Thr His Leu Asp 
305 

Ala Leu Lys Met 

Cys Gly Asp Val 
340 

Asn Arg Asp Asn 
355 

lie Ser Thr Pro 
370 

Asn Pro Glu Pro 
385 

Ala Leu Asn Thr 

Arg Glu Gly Val 
420 

Thr Arg Asp Asp 
435 

Glu Ser Ser Arg 
450 

Ser Asn Lys Tyr 
465 

Gin Leu Gin Asp 

Gly Ser Met Met 
500 

Val Val Ala Ser 
515 

Ser Gly Arg His 
530 

Glu Asp Val His 
545 

Ala He Val Val 

Asn Glu Asn Leu 
580 

His Glu Asn Phe 
595 

Glu Pro Gin Ala 
610 

Glu Glu Ser Phe 
625 

Arg Gin His Gin 

Leu Val Ser He 
660 



Met Met Asn Pro 
230 

Glu Glu Gin Ser 
245 

Thr Arg Phe Arg 

Tyr Gly Arg Ser 
280 

Leu Leu Glu Ala 
295 

Ala Asp Ala He 
310 

He His His Asp 
325 

He Arg He Pro 

Asn Glu Arg Leu 
360 

Gly Gin Tyr Lys 
375 

Tyr Leu Ser Thr 
390 

Gin Thr Glu Lys 
405 

He He Arg Ala 

Ser Glu Ser Arg 
440 

Gly Pro Tyr Asn 
455 

Gly Gin Ala Tyr 
470 

Met Asp Leu Ser 
485 

Gly Pro Phe Phe 

Gly Glu Ala Asp 
520 

Gly Gly Arg Gly 
535 

Tyr Glu Gin Val 
550 

Leu Ala Gly His 
565 

Leu Leu Phe Ala 

Leu Ala Gly Arg 
600 

Met Glu Leu Ala 
615 

Asn Ser Gin Asp 
630 

Gin Gin Ser Pro 
645 

Leu Asp Phe Val 



Gin Arg Gly Gly 
235 

Asp Asn Pro Tyr 
250 

Thr Glu Glu Gly 
265 

Lys Leu Leu Arg 

Asn Pro Asn Ala 
300 

Leu Leu Val lie 
315 

Asn Arg Glu Ser 
330 

Ala Gly Thr Thr 
345 

His He Ala Lys 

Glu Phe Phe Pro 
380 

Phe Ser Lys Glu 
395 

Leu Arg Gly Val 
410 

Ser Gin Glu Gin 
425 

His Trp His He 

Leu Phe Asn Lys 
460 

Glu Val Lys Pro 
475 

Val Phe He Ala 
490 

Asn Thr Arg Ser 
505 

Val Glu Met Ala 

Gly Gly Lys Arg 
540 

Arg Ala Arg Leu 
555 

Pro Val Val Phe 
570 

Phe Gly He Asn 
585 

Glu Arg Asn Val 

Phe Ala Ala Pro 
620 

Gin Ser He Phe 
635 

Arg Ser Thr Lys 

650 
Gly Phe 
665 



Ser Gly Arg Tyr 
240 

Tyr Phe Asp Glu 
255 

His He Ser Val 
270 

Ala Leu Lys Asn 
285 

Phe Val Leu Pro 

Gly Gly Arg Gly 
320 

Tyr Asn Leu Glu 
335 

Phe Tyr Leu He 
350 

Phe Leu Gin Thr 
365 

Ala Gly Gly Gin 

He Leu Glu Ala 
400 

Phe Gly Gin Gin 
415 

He Arg Glu Leu 
430 

Arg Arg Gly Gly 
445 

Arg Pro Leu Tyr 

Glu Asp Tyr Arg 
480 

Asn Val Thr Gin 
495 

Thr Lys Val Val 
510 

Cys Pro His Leu 
525 

His Glu Glu Glu 

Ser Lys Arg Glu 
560 

Val Ser Ser Gly 
575 

Ala Gin Asn Asn 
590 

Leu Gin Gin He 
605 

Arg Lys Glu Val 

Phe Pro Gly Pro 
640 

Gin Gin Gin Pro 
655 




<210> 2 
<211> 2171 
<212> DNA 

<213> Macadamia integrifolia 
<220> 

<221> sig_peptide 
<222> (1) . . . (85) 

<221> mat_peptide 
<222> (86) . . . (1999) 



<400> 2 

atggcgatca atacatcaaa tttatgttct cttctctttc tcctttcact cttccttctg 60 

tctacgacag tgtctcttgc tgaaagtgaa tttgacaggc aggaatatga ggagtgcaaa 120 

cggcaatgca tgcagttgga gacatcaggc cagatgcgtc ggtgtgtgag tcagtgcgat 180 

aagagatttg aagaggatat agattggtct aagtatgata accaagagga tcctcagacg 240 

gaatgccaac aatgccagag gcgatgcagg cagcaggaga gtggcccacg tcagcaacaa 300 

tactgccaac gacgctgcaa ggaaatatgt gaagaagaag aagaatataa ccgacaacgt 360 

gatccacagc agcaatacga gcaatgtcag aagcactgcc aacggcgcga gacagagcca 420 

cgtcacatgc aaacatgtca acaacgctgc gagaggagat atgaaaagga gaaacgtaag 480 

caacaaaaga gatatgaaga gcaacaacgt gaagacgaag agaaatatga agagcgaatg 540 

aaggaagaag ataacaaacg cgatccacaa caaagagagt acgaagactg ccggaggcgc 600 

tgcgaacaac aggagccacg tcagcagcac cagtgccagc taagatgccg agagcagcag 660 

aggcaacacg gccgaggtgg cgatatgatg aaccctcaga ggggaggcag cggcagatac 720 

gaggagggag aagaggagca aagcgacaac ccctactact tcgacgaacg aagcttaagt 780 

acaaggttca ggaccgagga aggccacatc tcagttctgg agaacttcta tggtagatcc 840 

aagcttctac gcgcactaaa aaactatcgc ttggtgctcc tcgaggctaa ccccaacgcc 900 

ttcgtgctcc ctacccactt ggatgcagat gccattctct tggtcatagg agggagagga 960 

gccctcaaaa tgatccacca cgacaacaga gaatcctaca acctcgagtg tggagacgta 1020 

atcagaatcc cagctggaac cacattctac ttaatcaacc gagacaacaa cgagaggctc 1080 

cacatagcca agttcttaca gaccatatcc actcctggcc aatacaagga attcttccca 1140 

gctggaggcc aaaacccaga gccgtacctc agtaccttca gcaaagagat tctcgaggct 1200 

gcgctcaaca cacaaacaga gaagctgcgt ggggtgtttg gacagcaaag ggagggagtg 12 60 

ataattaggg cgtcacagga gcagatcagg gagttgactc gagatgactc agagtcacga 1320 

cactggcata taaggagagg tggtgaatca agcaggggac cttacaatct gttcaacaaa 1380 

aggccactgt actccaacaa atacggtcaa gcctacgaag tcaaacctga ggactacagg 14 40 

caactccaag acatggactt atcggttttc atagccaacg tcacccaggg atccatgatg 1500 

ggtcccttct tcaacactag gtctacaaag gtggtagtgg tggctagtgg agaggcagat 1560 

gtggaaatgg catgccctca cttgtcggga agacacggcg gccgcggtgg aggaaaaagg 1620 

catgaggagg aagaggatgt gcactatgag caggttagag cacgtttgtc gaagagagag 1680 

gccattgttg ttctggcagg tcatcccgtc gtcttcgttt catccggaaa cgagaacctg 1740 

ctgctttttg catttggaat caatgcccaa aacaaccacg agaacttcct cgcggggaga 1800 

gagaggaacg tgctgcagca gatagagcca caggcaatgg agctagcgtt tgccgctcca 18 60 

aggaaagagg tagaagagtc atttaacagc caggaccagt ctatcttctt tcctgggccc 1920 

aggcagcacc agcaacagtc gccccgctcc accaagcaac aacagcctct cgtctccatt 1980 

ctggacttcg ttggcttcta aagttccaca aaaaagagtg tgttatgtag tataggttag 2040 

tagctcctag ctcggtgtat gagagtggta agagactaag acgctaaatc cctaagtaac 2100 

taacctggcg agcttgcgtg tatgcaaata aagaggaaca gctttccaac tttaaaaaaa 2160 

aaaaaaaaaa a 2171 



<210> 3 
<211> 666 
<212> PRT 

<213> Macadamia integrifolia 
<220> 



3 



<221> SIGNAL 
<222> (1) . . . (28) 

<221> PEPTIDE 
<222> (29) . . . (666) 





<400> 


3 


Met 


Ala 


Tip 


7\ o r-i 
nSll 


1 








Leu 


Phe 


i-ieu 


Leu 








o n 
z u 


Arg 


Gin 


P 1 n 
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Ser 


Gly 


pi t-> 

bin 


Met 




50 






Glu Asp 


He 


Asp 


65 










P \r c 

^ya 




bin 


7\ v rr 

/-ix y 


pi n 

oxn 


m n 
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inn 

1UU 


Glu 


Glu 


ox u. 


iyr 






115 




Cys 


Gin 


OX LI 


7\ r*rr 

y 










Thr 


Cys 


Gin 


Gin 


145 








Gin 


Gin 


Ly s 


rlx y 


Glu 


Glu 


Arg 


i v ie L 








1 n 

lOU 


Pin 


lyr 


Glu 


Den 






195 




bin 


Tyr 


m n 
bin 


byb 




210 






Arg 


Gly 


Gly 


Asp 


225 








Glu 


Glu 


PI \T 


p i n 


Arg 


Ser 


T ,oi i 
XjC U 


Oav« 

OCX 








Z oU 


Leu 


Glu 


Sen 


rne 






Z 1 D 




Tyr 


Arg 


Leu 


Val 




290 






Thr 


His 


Leu 


Asp 


305 








Ala 


Leu 


Lys 


Met 


Cys 


Gly 


Asp 


Val 








340 


Asn 


Arg 


Asp 


Asn 






355 




He 


Ser 


Thr 


Pro 




370 






Asn 


Pro 


Glu 


Pro 



385 



Thr 


Ser 


Asn. 


Leu 


c 
3 








Ser 


l nr 


i nr 


vai 


pin 

blU 


p i ii 


Cys 


Lys 








a n 
4 u 


Arg 


Arg 


Cys 


val 










Trp 


Ser 


Lys 


Tyr 




70 






Cys 


Gin 


Arg 


Arg 


O J 








Tyr 


Cys 


Pin 

bin 


Arg 


Asn 


Arg 


Pin 

bin 


Arg 








ion 
iz u 


Cys 


P 1 T~l 


Arg 


U i o 

rll S 






1 

i j j 




Z\ V/"T 

/-ix y 




PI n 
blU 


Zi rrr 

niy 




150 






Tyr 


Glu 


Glu 


Gin 


165 








Lys 


Pin 
ox U 


Pin 
ox U 




Cys 


Arg 


Arg 


Arg 








9 n n 
z u u 


Pin 

oin 


Arg 


Arg 


bys 










Leu 


Tin 

jl x e 


riS n 


rro 




230 






Glu 


Lys 


Gin 


Ser 


Z fi O 








i nr 


Arg 


rne 


Arg 


Tyr 


P 1 w 

oJLy 


Arg 


Ser 








o q n 
zo U 


Leu 


Leu 


Glu 


Ala 






295 




Ala 


Asp 


Ala 


He 




310 






He 


His 


Arg 


Asp 


325 








lie 


Arg 


He 


Pro 


Asn 


Glu 


Arg 


Leu 








360 


Gly 


Gin 


Tyr 


Lys 






375 




Tyr 


Leu 


Ser 


Thr 




390 







Cys Ser Leu Leu 
10 

Ser Leu Ala Glu 
25 

Arg Gin Cys Met 

Ser Gin Cys Asp 
60 

Asp Asn Gin Asp 
75 

Cys Arg Gin Gin 
90 

Arg Cys Lys Glu 
105 

Asp Pro Gin Gin 

Glu Thr Glu Pro 
140 

Arg Tyr Glu Lys 
155 

Gin Arg Glu Asp 
170 

Asn Lys Arg Asp 
185 

Cys Glu Gin Gin 

Arg Glu Gin Gin 
220 

Gin Arg Gly Gly 
235 

Asp Asn Pro Tyr 
250 

Thr Glu Glu Gly 
265 

Lys Leu Leu Arg 

Asn Pro Asn Ala 
300 

Leu Leu Val Thr 
315 

Asn Arg Glu Ser 
330 

Ala Gly Thr Thr 
345 

His He Ala Lys 

Glu Phe Phe Pro 
380 

Phe Ser Lys Glu 
395 



Pne 


Leu 


Leu 


Ser 






15 




Ser 


Glu 


Phe 


Asp 




30 






Gin 


Leu 


Glu 


Thr 










Lys 


Arg 


Phe 


Glu 


Asp 


Pro 


Gin 


Thr 










Glu 


Ser 


Gly 


Pro 






yo 




lie 


Cys 


Glu 


Glu 




110 






Gin 


Tyr 


Glu 


Gin 


1 

±ZD 








Arg 


His 


Met 


Gin 


Pin 

blU 


Lys 


Arg 


Lys 








1 o(J 


Pin 

blU 


Pin 

blU 


Lys 


Tyr 






1 /D 




Pro 


bin 


bin 


Arg 




190 






Glu 


Pro 


Arg 


Gin 


9nR 

z u o 








Arg 


bin 


His 


Gly 


Ser 


bly 


Arg 


Tyr 








Z4U 


Tyr 


Phe 


Asp 


Glu 






255 




His 


t i _ 
He 


Ser 


Val 




270 






Ala 


Leu 


Lys 


Asn 


285 








Phe 


Val 


Leu 


Pro 


Gly 


Gly 


Arg 


Gly 








320 


Tyr 


Asn 


Leu 


Glu 






335 




Phe 


Tyr 


Leu 


He 




350 






Phe 


Leu 


Gin 


Thr 


365 








Ala 


Gly 


Gly 


Gin 


He 


Leu 


Glu 


Ala 
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Ala 


Leu 


Asn 


Thr 


Gin 


Ala 


Glu 


Arg 


Leu 


Arg 


Gly 


Val 


Leu 


Gly 


P.1 n 
oil i 


Pi n 

OX 11 










4 OS 

*i vj o 










4 *l 0 

*i X \J 










ft 1 D 




Arg 


Glu 


Gly 


Val 


He 


He 


Ser 


Ala 


Ser 


Gin 


Glu 


Gin 


He 


Arg 


Prl n 


XjC Li 








4 ?n 










4 9 S 

*i ^ O 










4 

4 JU 






Thr 


Arg 






Ser 


Glu 


OCX 


Am 


A t~ rr 
rtx y 


T rn 

irp 


n x o 


T 1 *=• 

lie 


rtl y 


A rn 
■ttl y 


pi u 

biy 


Pi \7 

biy 






" «j 










4 4D 
1 1 \j 










4 4 S 








pi n 


Ser 


Ser 


Arg 


Gly 


Pro 


T\/T 

lyr 


A «:n 


T .on 

J-iKZ LI 


IT I lC 


A C Tl 


Ly s 


A v rr 
rli y 


riO 


Leu 


Tyr 














4 R ^ 










4 £fl 










9 p> y 

O 1 


A QTl 




i yx 


Gly Gin 


A "1 a 


iyr 


pi n 


Va "1 
V dX 


Ly s 




p i ii 

bl U 




iyr 


Arg 


4 £R 










470 










4 1 R 










4 o U 


Gin 


Leu 


Gin 


Asp 


Met 


Asp 


Val 


Ser 


Val 


Phe 


T 1 P 

X X c 


Al a 
.rix d 


Bon 
nil 1 


T 1 p 
X X O 


Th t 

1 111 


Pi n 
bill 










485 










4 QD 










h y d 




Gly 


Ser 


Met 


Met 


Gly 


Pro 


Phe 


Phe 


Asn 


Thr 


Arg 


OC1 


Thr 


Xiy o 


Va 1 
v d x 


Va 1 
vdl 








son 

J \J u 










ju j 










D 1 U 






V d X 


V a. X 


Al a 

r\X Ct 


C p v" 

OCX 


Gly Glu 


Al a 

rlX a. 


Aon 


Va 1 
vdl 


PI n 


l v it; t 


Ala 
/iX a 


Puc 

tys 


riO 


ril S 


Leu 






*J X O 




















DZ D 








Oor 


pi w 


7\ >- rr 
riX y 


ni o 


Gly Gly 


7\ >•- /-t 

nig 


/ix y 


biy 


PI 

biy 


Lys 


Arg 


rilS 


b-LU 


Pin 

bill 


bxU 




JJU 










^ ^ R 










D fl U 










pi n 




V d _L 


U-i c 


Tyr 


Glu 


Gin 


Val 


Ly s 


ril a 


Arg 


Leu 


C in V 

oer 


Lys 


Arg 


blU 


R 4 S 










550 










ODD 














i le 


Va 1 


Va 1 

v ax 


Pro 


Val 


Gly 


His 


Pro 


v ax 


1 

vai 


rfie 


v ax 


Ser 


Ser 


biy 










565 










3 / U 










O / D 




7\ o n 


pi n 


A Q -n 


l<eu 


Leu 


Leu 


Phe 


Ala 




Pi \7 

biy 




Asn 


Ala 
Hid 


bin 


Asn 


Asn 








n 

JoU 










RPR 

3 0 0 










d y u 








pi n 

bX Li 




IT1 1G 


Leu 


Ala 


Gly Arg 


r;l n 


A y~rr 
nl y 


7\ c? 


Va 1 
Val 


L6U 


PI n 

bin 


bin 


lie 






S Q S 










600 










DUD 








Glu 


p J-Q 


Gin 


Ala 


Met 


Glu 


Leu 


Ala 


IT 1 It; 


Al 3 
.rii d 


A 1 a 
/-i.x d 




A y~rr 
■rtx y 


Lys 


PI n 
blU 


vdl 




610 










615 










620 










Glu 


Glu 


Leu 


Phe 


Asn 


Ser 


Gin 


Asp 


Glu 


Ser 


He 


Phe 


Phe 


Pro 


Gly 


Pro 


D ^. J 










630 










£ ^ ^ 










U 


rti. y 


Gin 


His 


Gin 


Gin 


Gin 


Ser 


Ser 


r\±. y 


Q o v 
OtrX 


1 Ilx 


Lys 


pi n 
bin 


bin 


pi n 

bin 


rr r O 










645 




















c c 
ODD 




Leu 


Val 


Ser 


He 


Leu Asp 


Phe 


Val 


Gly 


Phe 




















660 










665 


















<210> 


4 




























<211> 


2171 


























<212> 


DNA 



























<213> Macadamia integrifolia 
<220> 

<221> sig_peptide 
<222> (1) . . . (86) 

<221> mat_peptide 
<222> (87) . . . (1999) 

<400> 4 

atggcgatca atacatcaaa tttatgttct cttctctttc tcctttccct cttccttctg 60 

tcaacgacag tgtctcttgc tgaaagtgaa tttgacaggc aggaatatga ggagtgcaaa 120 

eggcaatgea tgcagttgga gacatcaggc cagatgegtc ggtgtgtgag teagtgegat 180 

aagagatttg aagaggatat agattggtct aagtatgata accaagacga tcctcagacg 240 

gattgecaac aatgecagag gegatgeagg cagcaggaga gtggcccacg tcagcaacaa 300 

tactgccaac gaegctgeaa ggaaatatgt gaagaagaag aagaatataa ccgacaacgt 360 

gatccacagc agcaatacga gcaatgtcag gagcgctgcc aaeggcaega gaeagageca 420 

cgtcacatgc aaacatgtca acaacgctgc gagaggagat atgaaaagga gaaacgtaag 480 

caacaaaaga gatatgaaga geaacaaegt gaagacgaag agaaatatga agagegaatg 540 



5 



aaggaagaag ataacaaacg cgatccacaa caaagagagt acgaagactg ccggaggcgc 600 

tgcgaacaac aggagccacg tcagcagtac cagtgccagc gaagatgccg agagcagcag 660 

aggcaacacg gccgaggtgg tgatttgatt aaccctcaga ggggaggcag cggcagatac 720 

gaggagggag aagagaagca aagcgacaac ccctactact tcgacgaacg aagcttaagt 780 

acaaggttca ggaccgagga aggccacatc tcagttctgg agaacttcta tggtagatcc 840 

aagcttctac gcgcactaaa aaactatcgc ttggtgctcc tcgaggctaa ccccaacgcc 900 

ttcgtgctcc ctacccactt ggacgcagat gccattctct tggtcaccgg agggagagga 960 

gccctcaaaa tgatccaccg tgacaacaga gaatcctaca acctcgagtg tggagacgta 1020 

atcagaatcc cagctggaac cacattctac ttaatcaacc gagacaacaa cgagaggctc 1080 

cacatagcca agttcttaca gaccatatcc actcctggcc aatacaagga attcttccca 1140 

gctggaggcc aaaacccaga gccgtacctc agtaccttca gcaaagagat tctcgaggct 1200 

gcgctcaaca cacaagcaga gaggctgcgt ggggtgcttg gacagcaaag ggagggagtg 1260 

ataattagtg cgtcacagga gcagatcagg gagttgactc gagatgactc agagtcacga 1320 

cgctggcata taaggagagg tggtgaatca agcaggggac cttacaatct gttcaacaaa 1380 

aggccactgt actccaacaa atacggtcaa gcctacgaag tcaaacctga ggactacagg 1440 

caactccaag acatggacgt atcggttttc atagccaaca tcacccaggg atccatgatg 1500 

ggtcccttct tcaacactag gtctacaaag gtggtagtgg tggctagtgg agaggcagat 1560 

gtggaaatgg catgccctca cttgtcggga agacacggcg gccgccgtgg agggaaaagg 1620 

catgaggagg aagaggatgt gcactatgag caggttaaag cacgtttgtc gaagagagag 1680 

gccattgttg ttccggtagg tcatcccgtc gtcttcgttt catccggaaa cgagaacctg 1740 

ctgctttttg catttggaat caatgcccaa aacaaccacg agaacttcct cgcggggaga 1800 

gagaggaacg tgctgcagca gatagagcca caggcaatgg agctagcgtt tgccgctcca 18 60 

aggaaagagg tagaagagtt atttaacagc caggacgagt ctatcttctt tcctgggccc 1920 

aggcagcacc agcaacagtc ttcccgctcc accaagcaac aacagcctct cgtctccatt 1980 

ctggacttcg ttggcttcta aagttctaca aaaaagagtg tgttatgtag tataggttag 2040 

tagctcctag ctcggtgtat gcgagtggta agagaccaag acgctaaatc cctaagtaac 2100 

taacctggcg agcttgcgtg tatgcaaata aagaggaaca gctttccaac tttaaaaaaa 2160 

aaaaaaaaaa a 2171 



<210> 5 
<211> 625 
<212> PRT 

<213> Macadamia integrifolia 
<220> 

<221> PEPTIDE 

<222> (1) . . . (625) 

<223> Partial mature peptide 



<400> 5 
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Met 


Gin 


Leu 


Glu 


Thr 


Ser 


Gly Gin Met Arg Arg 


Cys 


Val 


Ser 


1 








5 










10 










15 




Gin 


Cys 


Asp 


Lys 
20 


Arg 


Phe 


Glu 


Glu 


Asp 

25- 


He 


Asp 


Trp 


Ser 


Lys 
30 


Tyr 


Asp 


Asn 


Gin 


Glu 
35 


Asp 


Pro 


Gin 


Thr 


Glu 
40 


Cys 


Gin 


Gin 


Cys 


Gin 
45 


Arg 


Arg 


Cys 


Arg 


Gin 
50 


Gin 


Glu 


Ser 


Asp 


Pro 
55 


Arg 


Gin 


Gin 


Gin 


Tyr 
60 


Cys 


Gin 


Arg 


Arg 


Cys 


Lys 


Glu 


He 


Cys 


Glu 


Glu 


Glu 


Glu 


Glu 


Tyr 


Asn 


Arg 


Gin 


Arg Asp 
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75 
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Pro 


Gin 
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Tyr 


Glu 


Gin 
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Lys 


Arg 


Cys 


Gin Arg 


Arg 


Glu 
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90 










95 
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Glu 


Pro 


Arg 


His 


Met 


Gin 


He 


Cys 


Gin 


Gin Arg 


Cys 


Glu 


Arg 


Arg 
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105 
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Tyr 


Glu 


Lys 
115 


Glu 


Lys 


Arg 
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Gin 
120 


Gin 


Lys 


Arg 


Tyr 


Glu 
125 


Glu 
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Arg 


Glu 


Asp 


Glu 


Glu 


Lys 
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Glu 


Glu 


Arg 


Met 


Lys 


Glu 


Gly Asp Asn 



6 



130 

Lys Arg Asp Pro 
145 

Glu Gin Gin Glu 

Glu Gin Gin Arg 
180 

Arg Gly Gly Ser 
195 

Asn Pro Tyr Tyr 
210 

Glu Glu Gly His 
225 

Leu Leu Arg Ala 

Pro Asn Ala Phe 
260 

Leu Val He Gly 
275 

Arg Glu Ser Tyr 
290 

Gly Thr Thr Phe 

305 

He Ala Lys Phe 

Phe Phe Pro Ala 
340 

Ser Lys Glu He 
355 

Arg Gly Val Leu 
370 

Gin Glu Gin He 
385 

Trp His He Arg 

Phe Asn Lys Arg 
420 

Val Lys Pro Glu 
435 

Phe He Ala Asn 
450 

Thr Arg Ser Thr 
465 

Glu Met Ala Cys 

Gly Lys Arg His 
500 

Ala Arg Leu Ser 
515 

Val Val Phe Val 
530 

Gly He Asn Ala 
545 

Arg Asn Val Leu 

Ala Ala Ser Arg 
580 



135 

Gin Gin Arg Glu 
150 

Pro Arg Leu Gin 
165 

Gin His Gly Arg 

Gly Arg Tyr Glu 
200 

Phe Asp Glu Arg 
215 

He Ser Val Leu 
230 

Leu Lys Asn Tyr 
245 

Val Leu Pro Thr 

Gly Arg Gly Ala 
280 

Asn Leu Glu Cys 
295 

Tyr Leu He Asn 
310 

Leu Gin Thr He 
325 

Gly Gly Gin Asn 

Leu Glu Ala Ala 
360 

Gly Gin Gin Arg 
375 

Arg Glu Leu Thr 
390 

Arg Gly Gly Glu 
405 

Pro Leu Tyr Ser 

Asp Tyr Arg Gin 
440 

He Thr Gin Gly 
455 

Lys Val Val Val 
470 

Pro His • Leu Ser 
485 

Glu Glu Glu Glu 

Lys Arg Glu Ala 
520 

Ser Ser Gly Asn 
535 

Gin Asn Asn His 
550 

Gin Gin He Glu 
565 

Lys Glu Val Glu 



140 

Tyr Glu Asp Cys 
155 

Tyr Gin Cys Gin 
170 

Gly Gly Asp Leu 
185 

Glu Gly Glu Glu 

Ser Leu Ser Thr 
220 

Glu Asn Phe Tyr 
235 

Arg Leu Val Leu 
250 

His Leu Asp Ala 
265 

Leu Lys Met He 

Gly Asp Val He 
300 

Arg Asp Asn Asn 
315 

Ser Thr Pro Gly 
330 

Pro Glu Pro Tyr 
345 

Leu Asn Thr Gin 

Glu Gly Val He 
380 

Arg Asp Asp Ser 
395 

Ser Ser Arg Gly 
410 

Asn Lys Tyr Gly 
425 

Leu Gin Asp Met 

Ser Met Met Gly 
460 

Val Ala Ser Gly 
475 

Gly Arg His Gly 
490 

Glu Val His Tyr 
505 

He Val Val Leu 

Glu Asn Leu Leu 
540 

Glu Asn Phe Leu 
555 

Pro Gin Ala Met 
570 

Glu Leu Phe Asn 
585 
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Glu 


Leu 


Ala 


Phe 
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Ser 


Gin 


Asp 


Glu 
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Ser lie Phe Phe Pro Gly Pro Arg 
595 600 
Ser Thr Lys Gin Gin Gin Pro Leu 
610 615 

Phe 
625 



Gin His Gin Gin Gin Ser Pro Arg 
605 

Val Ser lie Leu Asp Phe Val Gly 
620 



<210> 6 
<211> 2140 
<212> DNA 

<213> Macadamia integrifolia 
<220> 

<221> mat_pepticie 

<222> (1) . . . (1875) 

<223> partial mature peptide 



<400> 6 

caatgcatgc agttagagac atcaggccag atgcgtcggt gtgtgagtca gtgcgataag 60 

agatttgaag aggatataga ttggtctaag tatgataacc aagaggatcc tcagacggaa 120 

tgccaacaat gccagaggcg atgcaggcag caggagagtg acccacgtca gcaacaatac 180 

tgccaacgac gctgcaagga aatatgtgaa gaagaagaag aatataaccg acaacgtgat 240 

ccacagcagc aatacgagca atgtcagaag cgctgccaac ggcgcgagac agagccacgt 300 

cacatgcaaa tatgtcaaca acgctgcgag aggagatatg aaaaggagaa acgtaagcaa 360 

caaaa'gagat atgaagagca acaacgtgaa gacgaagaga aatatgaaga gcgaatgaag 420 

gaaggagata acaaacgcga tccacaacaa agagagtacg aagactgccg gcggcactgc 480 

gaacaacagg agccacgtct gcagtaccag tgccagcgaa gatgccaaga gcagcagagg 540 

caacacggcc gaggtggcga tttgatgaac cctcagaggg gaggcagcgg cagatacgag 600 

gagggagaag agaagcaaag cgacaacccc tactacttcg acgaacgaag cttaagtaca 660 

aggttcagga ccgaggaagg ccacatctca gttctggaga acttctatgg tagatccaag 720 

cttctacgcg cactaaaaaa ctatcgcttg gtgctcctcg aggctaaccc caacgccttc 780 

gtgctcccta cccacttgga tgcagatgcc attctcttgg tcatcggagg gagaggagcc 840 

ctcaaaatga tccaccgtga caacagagaa tcctacaacc tcgagtgtgg agacgtaatc 900 

agaatcccag ctggaaccac attctactta atcaaccgag acaacaacga gaggctccac 960 

atagccaagt tcttacagac catatccact cctggccaat acaaggaatt cttcccagct 1020 

ggaggccaaa acccagagcc gtacctcagt accttcagca aagagattct cgaggctgcg 1080 

ctcaacacac aaacagagag gctgcgtggg gtgcttggac agcaaaggga gggagtgata 1140 

attagggcgt cacaggagca gatcagggag ttgactcgag atgactcaga gtcacgacgc 1200 

tggcatataa ggagaggtgg tgaatcaagc aggggacctt acaatctgtt caacaaaagg 1260 

ccactgtact ccaacaaata cggtcaagcc tacgaagtca aacctgagga ctacaggcaa 1320 

ctccaagaca tggacgtatc agttttcata gccaacatca cccagggatc catgatgggt 1380 

cccttcttca acactaggtc tacaaaggtg gtagtggtgg ctagtggaga ggcagatgtg 1440 

gaaatggcat gccctcactt gtcgggaaga cacggcggcc gcggtggagg gaaaaggcat 1500 

gaggaggaag aggaggtgca ctatgagcag gttagagcac gtttgtcgaa gagagaggcc 1560 

attgttgttc tggcaggtca tcccgtcgtc ttcgtttcat ccggaaacga aaacctgctg 1620 

ctttttgcat ttggaatcaa tgcccaaaac aaccacgaga acttcctcgc ggggagagag 1680 

aggaacgtgc tgcagcagat agagccacag gcaatggagc tagcgtttgc cgcttcaagg 1740 

aaagaggtag aagagttatt taacagccag gacgagtcta tcttctttcc tgggcccagg 1800 

cagcaccagc aacagtcgcc ccgctccacc aagcaacaac agcctctcgt ctccattctg 1860 

gacttcgttg gcttctaaag ttctacaaaa aagagtgtgt tatgtagtat aggttagtag 1920 

ctcctagctc ggtgtatgag agtggtaaga gactaagacg ctaaatccct aagtaactaa 1980 

cctggcgagc ttgcgtgtat gcaaataaag aggaacagct ttccaacttt agaaagctct 2040 

tttttttttt ttttttcttt ctttttctta agaaataaac gaacgtagat tgcggctcaa 2100 

aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 2140 



<210> 7 
<211> 525 
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<212> PRT 

<213> Theobroma cacao 
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275 




Glu 


Val 


Leu 
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He 


Leu 


Glu 


PI n 


305 








Met 


Phe 


Arg 


Lys 


Ala 


Thr 


Ser 


Pro 








340 


Leu 


Ser 


Gin 


Ser 






355 




Ala 


Cys 


Pro 


Glu 




370 






Ser 


Ala 


Phe 


Lys 


385 








Ser 


Lys 


Ala 


Thr 


Gin 


Met 


Ala 


Cys 



Lys Ser Pro Phe 
5 

Leu Leu Cys Ser 

Asp Pro Arg Gin 
40 

Ala Thr Glu Glu 
55 

Glu Tyr Lys Glu 
70 

Tyr Gin Gin Cys 
85 

Glu Gin Gin Gin 

Glu Arg Gly Glu 
120 

Glu Glu Glu Glu 
135 

Arg Arg Ser Phe 
150 

He Leu Gin Arg 
165 

Asp Tyr Arg Leu 

Pro His His Cys 
200 

Gly Thr He Thr 
215 

Gin Arg Gly Thr 
230 

Val Ser Gin Asp 
245 

Pro Val Asn Ser 

Asn Lys Pro Glu 
280 

Thr Val Phe Asn 
295 

Gin Arg Gly Gin 
310 

Ala Lys Pro Glu 
325 

Arg His Arg Gly 

Pro Val Tyr Ser 
360 

Asp Phe Ser Gin 
375 

Leu Asn Gin Gly 
390 

Phe Val Val Phe 
405 

Pro His Leu Ser 



He Val Leu He 
10 

Gly Val Ser Ala 
25 

Gin Tyr Glu Gin 

Arg Glu Gin Glu 
60 

Gin Gin Arg Gin 
75 

Gin Gly Arg Cys 
90 

Cys Gin Arg Lys 
105 

His Glu Asn Tyr 

Gly Gin Gin Arg 
140 

Gin Thr Arg Phe 
155 

Phe Ala Glu Asn 
170 

Ala Met Phe Glu 
185 

Asp Ala Glu Ala 

Phe Val Thr His 
220 

Val Val Ser Val 
235 

Asn Gin Glu Lys 
250 

Pro Gly Lys Tyr 
265 

Ser Tyr Tyr Gly 

Thr Gin Arg Glu 
300 

Lys Arg Gin Gin 
315 

Gin He Arg Ala 
330 

Gly Glu Arg Leu 
345 

Asn Gin Asn Gly 

Phe Gin Asn Met 
380 

Ala He Phe Val 
395 

Val Thr Asp Gly 
410 

Arg Gin Ser Gin 



Phe Ser Leu Leu 
15 

Tyr Gly Arg Lys 
30 

Cys Gin Arg Arg 
45 

Gin Cys Glu Gin 

Gin Glu Glu Glu 
80 

Gin Glu Gin Gin 
95 

Cys Trp Glu Gin 
110 

His Asn His Lys 
125 

Asn Asn Pro Tyr 

Arg Asp Glu Glu 
160 

Ser Pro Pro Leu 
175 

Ala Asn Pro Asn 
190 

He Tyr Phe Val 
205 

Glu Asn Lys Glu 

Pro Ala Gly Ser 
240 

Leu Thr He Ala 
255 

Glu Leu Phe Phe 
270 

Ala Phe Ser Tyr 
285 

Lys Leu Glu Glu 

Gly Gin Gin Gly 
320 

He Ser Gin Gin 
335 

Ala He Asn Leu 
350 

Arg Phe Phe Glu 
365 

Asp Val Ala Val 

Pro His Tyr Asn 
400 

Tyr Gly Tyr Ala 
415 

Gly Ser Gin Ser 



9 



420 425 430 

Gly Arg Gin Asp Arg Arg Glu Gin Glu Glu Glu Ser Glu Glu Glu Thr 

435 440 445 

Phe Gly Glu Phe Gin Gin Val Lys Ala Pro Leu Ser Pro Gly Asp Val 

450 455 460 

Phe Val Ala Pro Ala Gly His Ala Val Thr Phe Phe Ala Ser Lys Asp 
465 470 475 480 

Gin Pro Leu Asn Ala Val Ala Phe Gly Leu Asn Ala Gin Asn Asn Gin 

485 490 495 

Arg lie Phe Leu Ala Gly Arg Pro Phe Phe Leu Asn His Lys Gin Asn 

500 505 510 

Thr Asn Val lie Lys Phe Thr Val Lys Ala Ser Ala Tyr 
515 520 525 



<210> 8 
<211> 590 
<212> PRT 

<213> Gossypium hirsutum (cotton) 
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PI n 
OX Li 


Pl n 
OX Li 


PI n 
bX U 


7\ on 
ribp 


Pin 
ol U 


Pin 
blU 


Pin 
blU 


Pin 

blU 


Pin 

bin 


Pin 
blU 


Pin 

bin 


Pin 

blU 


4 R 

*i U J 










4 70 

4 / U 










4 7 R 
HID 










480 


Glu 


Glu 


7\ v- 

r-ixy 


Hig 




pi \7 
oxy 


PI n 

bin 


iyr 


7A v- n 

M.rg 


Lys 


lie 


Arg 


Ser 


Arg 


Leu 


Ser 










4 8 R 
4 O J 










4 QO 










495 




Arg 


Gly 


Aon 
nbp 


lie 


Pho 

rile 


v ax 


v ai 


r x O 


a i 3 
fiia 


Asn 


irne 


Pro 


vai 


Th v 

i nr 


Phe 


Val 








son 










RO R 

■j \j j 










R1 0 
JlU 






Ala 


Ser 


pi n 


Son 


PI n 

OX 1 1 


Aon 


J_teu 


r^X y 


Mpf 

L v lC L» 


Th-r 


PI \7 

biy 


php 


PI \7 

bx y 


Leu 


Tyr 


Asn 






515 










520 










R9 R 

j ^. j 








Gin 


Asn 


x x e 


a o n 

nsn 


r 1 O 


7\ on\ 


nl s 


Asn 


P 1 n 

bin 


Arg 


lie 


Dh a 

rne 


vai 


7\1 

/\ia 


Gly Lys 




530 










535 










540 










He 


Asn 


His 


Val 


Arg 


Gin 


Trp 


Asp 


Ser 


Gin 


Ala 


Lys 


Glu 


Leu 


Ala 


Phe 


545 










550 










555 










560 


Gly 


Val 


Ser 


Ser 


Arg 


Leu 


Val 


Asp 


Glu 


He 


Phe 


Asn 


Ser 


Asn 


Pro 


Gin 










565 










570 










575 




Glu 


Ser 


Tyr 


Phe 


Val 


Ser 


Arg 


Gin 


Arg 


Gin 


Arg 


Ala 


Ser 


Glu 












580 










585 










590 







<210> 9 
<211> 22 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Peptide 1 from M. integrifolia MiAMP2c in which 

Cys is replaced with Ala and Tyr is replaced with 
Ala, MiAMP2cpepl. 

<400> 9 

Arg Gin Arg Asp Pro Gin Gin Gin Ala Glu Gin Ala Gin Lys Arg Ala 

15 10 15 

Gin Arg Arg Glu Thr Glu 
20 

<210> 10 
<211> 25 
<212> PRT 



11 



<213> Artificial Sequence 
<220> 

<223> Peptide 2 from M. integrifolia MiAMP2c, 
MiAMPcpep2 . 

<400> 10 

Pro Arg His Met Gin lie Ala Gin Gin Arg Ala Glu Arg Arg Ala Glu 

15 10 15 

Lys Glu Lys Arg Lys Gin Gin Lys Arg 
20 25 

<210> 11 
<211> 36 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA sequence coding for a leader 
peptide . 

<400> 11 

Ser Glu Gin He Asp Asn Met Ala Trp Phe His Val Ser Val Cys Asn 

15 10 15 

Ala Val Phe Val Val He He He He Met Leu Leu Met Phe Val Pro 

20 25 30 

Val Val Arg Gly 
35 

<210> 12 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer JPM17 which binds to M. integrifolia 
MiAMP2c. 

<400> 12 

cagcagcagt atgagcagtg 20 

<210> 13 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer JMP20, a degenerate primer that binds to 
MiAMP2-like sequences. 

<400> 13 

tttttcgtak ckkckttcgc a 21 

<210> 14 
<211> 24 
<212> DNA 

<213> Artificial Sequence 



12 



<220> 

<223> Primer JPM31 corresponding to the 5 1 coding region 
of MiAMP2c and containing Ndel and BamHl sites. 

<400> 14 

acaccatatg cgacaacgtg atcc 24 

<210> 15 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer JPM32 corresponding to the 3 1 coding region 
of MiAMP2c and containing Ndel and BamHl sites. 

<400> 15 

cgttgttttc tctattccta gggttg 26 

<210> 16 
<211> 22 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Peptide containing His tag and Factor Xa cleavage 
site of PET16b vector. 

<400> 16 

Met Gly His His His His His His His His His His Ser Ser Gly His 

15 10 15 

lie Glu Gly Arg His Met 
20 

<210> 17 
<211> 90 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> TcAMPl forward oligonucleotide. 
<400> 17 

gggaattcca tatgtatgag cgtgatcctc gacagcaata cgagcaatgc cagaggcgat 60 
gcgagtcgga agcgactgaa gaaagggagc 90 

<210> 18 
<211> 91 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> TcAMPl reverse oligonucleotide. 
<400> 18 

gaagcgactg aagaaaggga gcaagagcag tgtgaacaac gctgtgaaag ggagtacaag 60 



13 



m 



gagcagcaga gacagcaata gggatccaca c 91 

<210> 19 
<211> 101 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> TcAMP2 forward oligonucleotide. 



<400> 19 

gggaattcca tatgcttcaa aggcaatacc agcaatgtca agggcgttgt caagagcaac 60 
aacaggggca gagagagcag cagcagtgcc agagaaaatg c 101 



<210> 20 
<211> 102 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> TcAMP2 reverse oligonucleotide. 



<400> 20 

gtgtggatcc ctagctccta ttttttttgt gattatggta attctcgtgc tcgcctctct 60 
cttgttcctt atattgctcc cagcattttc tctggcactg ct 102 

<210> 21 

<211> 614 

<212> PRT 

<213> Peanut 





<400> 


21 


Met 


Arg 


Gly 


Arg 


1 








Leu 


Ala 


Ser 


Val 








20 


Glu 


Asn 


Pro 


Cys 






35 




Asp Asp 


Leu 


Lys 




50 






Tyr 


Asp 


Pro 


Arg 


65 








Pro 


Pro 


Gly 


Glu 


Asp 


Arg 


Arg 


Gin 








100 


Glu 


Pro 


Arg 


Glu 






115 




Asp 


Trp 


Arg 


Arg 




130 






Gly Arg 


Glu 


Gly 


145 








Glu 


Glu 


Thr 


Ser 


Ser 


Thr 


Arg 


Tyr 








180 


Phe 


Asp 


Gin 


Arg 



Val 


Ser 


Pro 


Leu 


5 








Ser 


Ala 


Thr 


Gin 


Ala 


Gin 


Arg 


Cys 








40 


Gin 


Lys 


Ala 


Cys 






55 




Cys 


Val 


Tyr 


Asp 




70 






Arg 


Thr 


Arg 


Gly 


85 








Pro 


Arg 


Arg 


Glu 


Arg 


Glu 


Arg 


Glu 








120 


Pro 


Ser 


His 


Gin 






135 




Glu 


Gin 


Glu 


Trp 




150 






Arg 


Asn 


Asn 


Pro 


165 








Gly 


Asn 


Gin 


Asn 


Ser 


Lys 


Gin 


Phe 



Met 


Leu 


Leu 


Leu 




10 






Ala 


Lys 


Ser 


Pro 


25 








Leu 


Gin 


Ser 


Cys 


Glu 


Ser 


Arg 


Cys 








60 


Thr 


Gly 


Ala 


Thr 






75 




Arg 


Gin 


Pro 


Gly 




90 






Glu 


Gly 


Gly 


Arg 


105 








Glu 


Asp 


Trp 


Arg 


Gin 


Pro 


Arg 


Lys 








140 


Gly 


Thr 


Pro 


Gly 






155 




Phe 


Tyr 


Phe 


Pro 




170 






Gly 


Arg 


He 


Arg 


185 








Gin 


Asn 


Leu 


Gin 



Gly 


He 


Leu 


Val 






15 




Tyr 


Arg 


Lys 


Thr 




30 






Gin 


Gin 


Glu 


Pro 


45 








Thr 


Lys 


Leu 


Glu 


Asn 


Gin 


Arg 


His 








80 


Asp 


Tyr 


Asp 


Asp 






95 




Trp 


Gly 


Pro 


Ala 




110 






Gin 


Pro 


Arg 


Glu 


125 








He 


Arg 


Pro 


Glu 


Ser 


Glu 


Val 


Arg 








160 


Ser 


Arg 


Arg 


Phe 






175 




Val 


Leu 


Gin 


Arg 




190 






Asn 


His 


Arg 


He 



14 





195 



200 



205 



Val Gin lie Glu Ala Arg Pro Asn Thr Leu Val Leu Pro Lys His Ala 

210 215 220 

Asp Ala Asp Asn lie Leu Val lie Gin Gin Gly Gin Ala Thr Val Thr 
225 230 235 240 

Val Ala Asn Gly Asn Asn Arg Lys Ser Phe Asn Leu Asp Glu Gly His 

245 250 255 

Ala Leu Arg lie Pro Ser Gly Phe lie Ser Tyr lie Leu Asn Arg His 

260 265 270 

Asp Asn Gin Asn Leu Arg Val Ala Lys lie Ser Met Pro Val Asn Thr 

275 280 285 

Pro Gly Gin Phe Glu Asp Phe Phe Pro Ala Ser Ser Arg Asp Gin Ser 

290 295 300 

Ser Tyr Leu Gin Gly Phe Ser Arg Asn Thr Leu Glu Ala Ala Phe Asn 
305 310 315 320 

Ala Glu Phe Asn Glu lie Arg Arg Val Leu Leu Glu Glu Asn Ala Gly 

325 330 335 

Gly Glu Gin Glu Glu Arg Gly Gin Arg Arg Arg Ser Thr Arg Ser Ser 

340 345 350 

Asp Asn Glu Gly Val lie Val Lys Val Ser Lys Glu His Val Gin Glu 

355 360 365 

Leu Thr Lys His Ala Lys Ser Val Ser Lys Lys Gly Ser Glu Glu Glu 

370 375 * 380 

Asp lie Thr Asn Pro lie Asn Leu Arg Asp Gly Glu Pro Asp Leu Ser 
385 390 395 400 

Asn Asn Phe Gly Arg Leu Phe Glu Val Lys Pro Asp Lys Lys Asn Pro 

405 410 415 

Gin Leu Gin Asp Leu Asp Met Met Leu Thr Cys Val Glu lie Lys Glu 

420 425 430 

Gly Ala Leu Met Leu Pro His Phe Asn Ser Lys Ala Met Val lie Val 

435 440 445 

Val Val Asn Lys Gly Thr Gly Asn Leu Glu Leu Val Ala Val Arg Lys 

450 455 460 

Glu Gin Gin Gin Arg Gly Arg Arg Glu Gin Glu Trp Glu Glu Glu Glu 
465 470 475 480 

Glu Asp Glu Glu Glu Glu Gly Ser Asn Arg Glu Val Arg Arg Tyr Thr 

485 490 495 

Ala Arg Leu Lys Glu Gly Asp Val Phe lie Met Pro Ala Ala His Pro 

500 505 510 

Val Ala lie Asn Ala Ser Ser Glu Leu His Leu Leu Gly Phe Gly lie 

515 520 525 

Asn Ala Glu Asn Asn His Arg lie Phe Leu Ala Gly Asp Lys Asp Asn 

530 535 540 

Val lie Asp Gin lie Glu Lys Gin Ala Lys Asp Leu Ala Phe Pro Gly 
545 550 555 560 

Ser Gly Glu Gin Val Glu Lys Leu lie Lys Asn Gin Arg Glu Ser His 

565 570 575 

Phe Val Ser Ala Arg Pro Gin Ser Gin Ser Pro Ser Ser Pro Glu Lys 

580 585 590 

Glu Asp Gin Glu Glu Glu Asn Gin Gly Gly Lys Gly Pro Leu Leu Ser 

595 600 605 

lie Leu Lys Ala Phe Asn 



610 



<210> 22 
<211> 582 
<212> PRT 



15 



<213> 



Maize 





<400> 


9 9 


L iC U 


Val 


Q -v- 


/t. J. a. 


1 

X 








Ala 


Ala 


Ala 


Val 








20 


Gly 


Gly 


His 


Lys 






35 




irp 


His 


Gin 


rir y 




50 






oi u 


Lys 


A rrr 


n n 


D J 










Gly 


Ser 




Asp 


Arg 


Arg 


Pro 








100 


Arg 


Ser 


Glu 


Gin 






115 




Ser 


Arg 


Leu 


Leu 




130 






A 1 ^ 

rll cl 


Asn 


Pro 




I 1 ! J 








T 1 ^ 
lie 


Cys 


i yj. 


val 


Gly 


Glu 


Arg 


Arg 








180 


Pro 


Ala 


Gly 


Ala 






195 






Val 


lie 


Thr 
i iix. 




210 






Gin 


Phe 


Phe 


Phe 


z. J 








Ser 


Phe 


Q ^ v- 




Arg 


Leu 


Glu 


Arg 








260 


v a -L 


Arg 


Ala 


Thr 
± iix. 






275 




0 1 U 


Gly 


Gly 


ni o 




290 






Arg 


Gly 


Pro 


i yx 










His 


Gly 


Gin 




Glu 


His 


Asp 


Val 








340 


Ser 


Ala 


Pro 


Leu 






355 




Asn 


Gly 


Lys 


Gly 




370 






Gly 


Gly 


Glu 


Ser 


385 








Glu 


Glu 


Glu 


Glu 


His 


Thr 


He 


Arg 



420 



Arg He Val Val 
5 

Ala Ser Ser Trp 

Ser Gly Gin Cys 
40 

Pro Arg Cys Leu 
55 

Glu Arg Ser Arg 
70 

Glu Asp Glu Arg 
85 

Tyr Val Phe Asp 

Gly Ser Leu Arg 
120 

Arg Gly He Arg 
135 

Ser Phe Val Val 
150 

Ala Glu Gly Glu 
165 

Ser Tyr Thr He 

Val Thr Tyr Leu 
200 

Lys He Leu His 
215 

Gly Pro Gly Gly 
230 

Ser He Gin Arg 
245 

Leu Phe Gly Arg 

Glu Glu Gin Thr 
280 

Gly Pro His Trp 
295 

Ser Leu Leu Asp 
310 

Tyr Glu Ala Asp 
325 

Ser Val Ser Phe 

Phe Asn Thr Arg 
360 

Tyr Ala Glu He 
375 

Glu Arg Glu Arg 
390 

Ser Ser Glu Glu 
405 

Ala Arg Leu Ser 



Leu Leu Ala Thr 
10 

Glu Asp Asp Asn 
25 

Val Arg Arg Cys 

Glu Gin Cys Arg 
60 

His Glu Ala Asp 
75 

Glu Gin Glu Lys 
90 

Arg Arg Ser Phe 
105 

Val Leu Arg Pro 

Asp Tyr Arg Val 
140 

Pro Ser His Thr 
155 

Gly Val Val Thr 
170 

Lys Gin Gly His 
185 

Ala Asn Thr Asp 

Thr He Ser Val 
220 

Arg Asn Pro Glu 
235 

Ala Ala Tyr Lys 
250 

His Gly Gin Asp 
265 

Arg Glu Leu Arg 

Pro Leu Pro Pro 
300 

Gin Arg Pro Ser 
315 

Ala Arg Ser Phe 
330 

Ala Asn He Thr 
345 

Ser Phe Lys He 

Val Cys Pro His 
380 

Asp Lys Gly Arg 
395 

Gin Glu Glu Ala 
410 

Pro Gly Thr Ala 
425 



Leu 


Leu 


Cys 


Ala 






lo 




His 


His 


His 


His 




30 






Glu 


Asp 


Arg 


Pro 


45 








Glu 


Glu 


Glu 


Arg 


Asp Arg 


Ser 


Gly 








o U 


Glu 


Lys 


Gin 


Lys 










Arg 


Arg 


Val 


Val 




110 






Phe 


Asp 


bill 


val 


125 








Ala 


Val 


Leu 


blU 


Asp 


Ala 


His 


Cys 








1 bU 


Thr 


He 


blU 


Asn 






I/O 




Val 


Phe 


val 


Ala 




190 






Gly Arg 


Lys 


Lys 


205 








Pro 


Gly 


Glu 


Phe 


Ser 


Phe 


Leu 


Ser 








240 


Thr 


Ser 


Ser 


Asp 






ore; 
ZOO 




Lys 


Gly 


He 


He 




270 






Arg 


His 


Ala 


Ser 


285 








Phe 


Gly 


Glu 


Ser 


He 


Ala 


Asn 


Gin 








Ton 


His 


Asp 


Leu 


TV 1 — 

Ala 










Ala 


Gly 


Ser 


Met 




350 






Ala 


Tyr 


Val 


Pro 


365 








Arg 


Gin 


Ser 


Gin 


Arg 


Ser 


Glu 


Glu 








400 


Gly Gin 


Gly 


Tyr 






415 




Phe 


Val 


Val 


Pro 




430 







16 




Ala 


Glv 


His 


Pro 


Phe 


Val 


Ala 


Val 


Ala 


Ser 


Arg 


Asp 


Ser 


Asn 


Leu 


Gin 






435 










440 










4 4 5 








lie 


Val 


Cys 


Phe 


Glu 


Val 


His 


Ala 


Asp Arg 


Asn 


Glu 


Lys 


Val 


Phe 


Leu 




450 










455 










460 










Ala 


Glv 


Ala 


Asp 


Asn 


Val 


Leu 


Gin 


Lys 


.Leu 


Asp Arg 


Val 


Ala 


Lys 




465 










470 










475 










A ft n 
ft 0 u 


Leu 


Ser 


Phe 


Ala 


Ser 


Lys 


Ala 


Glu 


Glu 


Val 


Aon 
riop 




Val 


Leu 


Gly 












485 










490 










495 




Arg 


Arg 


Glu 


Lys 


Gly 


Phe 


Leu 


Pro 


Gly 


r J- kJ 


Glu 


Glu 


C p r- 


Gly Gly 


nici 








500 










505 










510 






Glu 


Glu 


Arg 


Glu 


Gin 


Glu 


Glu 


Glu 


Glu 


Arg 


Glu 


Glu 


Arg 


His 


Gly 


Gly 






515 










520 










*j -j 








Arq 


Gly 


Glu 


Arq 


Glu Arg 


His 


Gly Arg 


Glu 


Glu 


Arg 


Glu 


Lys 


Glu 


Glu 




530 










535 










540 










Glu 


Arg 


Glu 


Gly 


Arg 


His 


Gly 


Gly Arg 


Glu 


Glu 


Arg 


Glu 


Glu 


Glu 


Glu 


545 










550 










555 










560 


Arg 


His 


Gly 


Arg 


Gly Arg 


Arg 


Glu 


Glu 


Val 


Ala 


Glu 


Thr 


Leu 


Met 


Arg 










565 










570 










575 




Met 


Val 


Thr 


Ala 


Arg 


Met 























580 



<210> 23 
<211> 33 
<212> PRT 
<213> Maize 

<400> 23 

Arg Ser Gly Arg Gly Glu Cys Arg Arg Gin Cys Leu Arg Arg His Glu 

15 10 15 

Gly Gin Pro Trp Glu Thr Gin Glu Cys Met Arg Arg Cys Arg Arg Arg 
20 25 30 

Gly 



<210> 24 
<211> 637 
<212> PRT 
<213> Barley 



<400> 24 



Met 


Ala 


Thr 


Arg 


Ala Lys 


Ala 


Thr He 


Pro Leu Leu 


Phe 


Leu 


Leu 


Gly 


1 








5 






10 






15 




Thr 


Ser 


Leu 


Leu 


Phe Ala 


Ala 


Ala Val 


Ser Ala Ser 


His 


Asp 


Asp 


Glu 








20 






25 






30 






Asp 


Asp 


Arg 


Arg 


Gly Gly 


His 


Ser Leu 


Gin Gin Cys 


Val 


Gin 


Arg 


Cys 






35 








40 




45 








Arg 


Gin 


Glu 


Arg 


Pro Arg 


Tyr 


Ser His 


Ala Arg Cys 


Val 


Gin 


Glu 


Cys 




50 








55 




60 










Arg 


Asp 


Asp 


Gin 


Gin Gin 


His 


Gly Arg 


His Glu Gin 


Glu 


Glu 


Glu 


Gin 


65 








70 






75 








80 


Gly 


Arg 


Gly 


Arg 


Gly Trp 


His 


Gly Glu 


Gly Glu Arg 


Glu 


Glu 


Glu 


His 










85 






90 






95 




Gly 


Arg 


Gly 


Arg 


Gly Arg 


His 


Gly Glu 


Gly Glu Arg 


Glu- 


Glu 


Glu 


His 








100 






105 






110 






Gly 


Arg 


Gly 


Arg 


Gly Arg 


His 


Gly Glu 


Gly Glu Arg 


Glu 


Glu 


Glu 


Arg 






115 








120 




125 








Gly 


Arg 


Gly 


His 


Gly Arg 


His 


Gly Glu 


Gly Glu Arg 


Glu 


Glu 


Glu 


Arg 



17 





130 










135 










14 0 

11 u 










Gly Arg 


Gly 


Arg 


Gly 


Arg 


His 


Gly 


Glu 


Gly 


Ol LA 


Arg 


C~\ n 

UlU 


f;i n 

OX Li 


C 1 n 

ul U 


f4l n 

UlU 


145 










i so 










1 ss 

1 J J 










1 £0 
lOU 


Gly L Arg 


Gly 


Arg 


Gly 


Arg 


Arg 


Gly 


Glu 


Gly 


m n 


Arg 


Asp 


OX Li 


C~\ n 

ulU 


C 1 n 










1 fiS 

X U «J 










1 70 
X / u 










1 7 R 
I/O 




Gly Asp 


Ser 


Arg 


Arg 


Pro 


T vr 

i yx 


Val 


Phe 


f41 \7 

uiy 


IT X LJ 


Arg 


Ser 


Php 
it lit; 


.rtX y 


A rrf 

rix y 








1 ftO 










IPS 










1 QO 






lie 


11c 


Gin 


Ser 


Asp 


His 


Gly 


Phe 


Val 


A r rr 
Ai y 


Ala 


Leu 


Arg 


Pr n 

JT X \J 


Php 


A cr\ 






X Z> ~J 










900 










205 








C I n 


Val 


Ser 


Arg 


Leu 


Leu 


Arg 


Gly 


11 p 


A r rr 
/t.x y 


Asp 


Tyr Arg 


Val 


Al ^ 


Tip 
lie 




9 i o 

6lU 










91 R 

X J 










220 










L iC L. 




Val 


Asn 


Pro 


Arg 


Ala 


Phe 


Val 


Val 
v ax 


Pro 


Gly 


Phe 


Thr 


flop 


Al ^ 
/ax a 


99 S 
z, ^ u 










9^0 










235 










9 4 0 


flcn 
rtop 


uiy 


Val 


Gly 




Val 


Ala 


Gin 


uiy 


ulU 


Gly Val 


Leu 


Thr 


Vdl 


T 1 o 

lie 










24 5 










9 SO 










9 R S 






no i 1 


Gly 


Glu 


Ly s 


Arg 


Ser 


i yx 


Thr 


val 


J_iy s 


Glu 


Gly Asp 


\7a 1 
Val 


lie 








2 60 










9fiS 

U J 










9 7 0 






Val 


Ala 


Pro 


Ala 


Gly 


Ser 


He 


Met 


His 


Leu 


A 1 a 
rtX a 


Asn 


Thr 




uiy 


A rrr 
jttx y 






275 










9ft 0 










285 








A r rr 
rtx y 


xiy o 


Leu 


Val 


Tip 

X X 


Ala 


xi y o 


T 1 p 

X X c 


Xjc u. 


Hi q 
n x o 


Thr 

1 ilX 


He 


Ser 


Val 


ITX O 


uiy 




9Q0 










9QS 










300 










Ly S 


Phe 


Gin 


Phe 


Leu 


Ser 


Val 


xiy o 


Pro 


T .on 


Leu 


Ala 


Ser 


Leu 


OCX 


Lys 


JUJ 




















315 












t\L y 


Vdl 


Leu 


Arg 


Ala 


Ala 


Phe 


Lys 


Thr 


OCX 


Asp 


Glu 


Arg 


Leu 


Glu 


Arg 




















^ ^0 
J JU 










335 




J-i6U 


IT lit; 


Asn 


Gin 


Arg 


Gin 


Gly 


Gin 


Glu 


xi y o 


Thr 


Arg 


Ser 


Val 


Ser 


He 








34 0 










?4 R 










350 






V a X 


rti. y 


Ala 


Ser 


Glu 


Glu 


Gin 


Leu 


Arg 


Glu 


Leu 


Arg Arg 


Glu 


Ala 


Ala 






355 










360 










365 








Glu 


Gly 


Gly 


Gin 


Gly 


His 


Arg 


Trn 
1 xp 


Pro 


L6U 


Pro 


Pro 


Phe 


Arg 


Gly Asp 




o / u 










375 










380 










Ser 


Arg 


Asp 


Thr 


Phe 


Asn 


T .on 
XiC u 


T .on 
XjC Li. 


L3X u. 


f4l n 


Arg 


Pro 


Lys 


He 


Ala 


Asn 


JO J 










^QO 










395 










400 


7\ >- rr 
r\±. y 


Hi q 
n x o 


Gly 


Arg 


Leu 


i yx 


Glu 


Ala 


nop 


Ala 
rtx d 


Arg 


Ser 


Phe 


His 


Ala 


Leu 










4 o s 

*i W J 










410 

1 1U 










415 




rtx d 


Moll 


Gin 


Asp 


Val 


Arg 


Val 


Ala 


Val 


Ala 


Asn 


He 


Thr 


Pro 


Gly 


Ser 








a 9 o 
4 z u 










4 9 ^ 










430 








i nr 


Ala 


Pro 


T vr 
± y x 


Leu 


Asn 


Thr 


Gin 


Q p> >~ 
O " -L 


Phe 


Lys 


Leu 


Ala 


Val 


Val 






4 










4 4 0 










445 










o x u 


Gly 


Glu 


Gly 


O X U 


Val 


CI n 


lie 


Ua 1 
val 


Cys 


Pro 


His 


Leu 


Gly Arg 




4 jU 










4 SS 

T J J 










460 










m n 

UlU 


OCX 


Glu 


Ser 


Glu 


Arg 


Glu 


Hi d 
n x o 


uiy 


J_iy s 


Gly Arg Arg Arg 


Glu 


Glu 


4 

4 DO 










4 70 










475 










480 






Don 
no p 


p 


Gin 


A rrr 
nx y 




OX i 1 


A r n 
fix y 


A rrr 
i-iX y 


Arg 


Gly 


Ser 


Glu 


Ser 


Glu 










4 ft S 

*± O +J 










4 QO 










495 




Ser 


Glu 


Glu 


Glu 


Glu 


Glu 


Gin 


Gin 


Arg 




Glu 


Thr 


Val 


Arg 


Ala 


Arg 








son 

j u u 










SOS 










510 






Val 


Ser 


A *rrr 
ni y 


uiy 


OCX 


Al a 
rt.x a 




v a x 


vol 


Pro 

IT X LJ 


Pro 


Gly 


His 


Pro 


Val 


Val 






SI R 

J X J 










S 90 

O U 










525 








Glu 


He 


Ser 


Ser 


Ser 


Gin 


Gly 


OCX 


OCX 


A c?n 


Leu 


Gin 


Val 


Val 


Cys 


Phe 




530 










c o c 

jjj 










540 










Glu 


He 


Asn 


Ala 


Glu 


Arg 


Asn 


Glu 


Arg 


Val 


Trp 


Leu 


Ala 


Gly 


Arg 


Asn 


545 










550 










555 










560 


Asn 


Val 


He 


Gly 


Lys 


Leu 


Gly 


Ser 


Pro 


Ala 


Gin 


Glu 


Leu 


Thr 


Phe 


Gly 










565 










570 










575 




Arg 


Pro 


Ala 


Arg 


Glu 


Val 


Gin 


Glu 


Val 


Phe 


Arg 


Ala 


Gin 


Asp 


Gin 


Asp 








580 










585 










590 
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Glu Gly Phe Val Ala Gly Pro Glu 
595 600 
Glu Gin Glu Arg His Arg Arg Arg 

610 615 
Ala Val Glu Thr Phe Leu Arg Met 
625 630 



Gin Gin Ser Arg Glu Gin Glu Gin 
605 

Gly Asp Arg Gly Arg Gly Asp Glu 
620 

Ala Thr Gly Ala He 
635 



<210> 25 
<211> 605 
<212> PRT 

<213> Soybean (Glycine max) 



<400> 25 
Met Met Arg Ala 
1 

Ala Ser Val Ser 
20 

Pro Lys His Asn 
35 

Tyr Arg Asn Gin 
50 

Lys Glu Glu Cys 
65 

Gin His Pro Glu 

Glu Asp Glu Gin 
100 

Gin Glu Glu Glu 
115 

Glu Glu Lys Arg 
130 

Asp Glu Glu Gin 
145 

Gin Lys Glu Glu 

Arg Glu Ser Glu 
180 

Lys Asn Pro Phe 
195 

Asn Gin Tyr Gly 
210 

Pro Gin Leu Gin 
225 

Lys Pro Asn Thr 

He Val He Leu 
260 

Asp Arg Asp Ser 
275 

Ser Gly Thr Thr 
290 

Arg Leu He Thr 
305 

Ser Phe Phe Leu 

Phe Ser Arg Asn 
340 



Arg Phe Pro Leu 
5 

Val Ser Phe Gly 

Lys Cys Leu Gin 
40 

Ala Cys His Ala 
55 

Glu Glu Gly Glu 
70 

Arg Glu Pro Gin 
85 

Pro Arg Pro He 

His Glu Gin Arg 
120 

Gly Glu Lys Gly 
135 

Asp Glu Arg Gin 
150 

Arg Asn Glu Glu 
165 

Glu Ser Glu Asp 

Leu Phe Gly Ser 
200 

Arg He Arg Val 
215 

Asn Leu Arg Asp 
230 

Leu Leu Leu Pro 
245 

Asn Gly Thr Ala 

Tyr Arg Leu Gin 
280 

Tyr Tyr Val Val 
295 

Leu Ala He Pro 
310 

Ser Ser Thr Glu 
325 

He Leu Glu Ala 



Leu 


Leu 


Leu 


Gly 




1 0 






Tip 
J. J- C 


nld 


Tyr 


Trp 


9 R 
^ D 








Q /~> v 


^ys 


Asn 


Ser 


Arg 


Cys 


Asn 


Leu 








60 


i ± e 


r ro 


Arg 


Pro 






75 




pi n 
bin 


r ro 


Gly Glu 










Pro 


irne 


Pro 


Arg 


IUj 








Pin 
oXU 


Pin 

bill 


Gin 


Glu 


Ser 


Glu 


Glu 


Glu 








140 


irne 


Pro 


Phe 


Pro 






155 




P 1 n 


Asp 


Glu 


Asp 




170 






Qo-r 


Glu 


Leu 


Arg 


185 








Asn 


Arg 


Phe 


Glu 


Leu 


Gin 


Arg 


Phe 








220 


Tyr 


Arg 


He 


Leu 






235 




Asn 


His 


Ala 


Asp 




250 






He 


Leu 


Ser 


Leu 


265 








Ser 


Gly Asp Ala 


Asn 


Pro 


Asp 


Asn 








300 


Val 


Asn 


Lys 


Pro 






315 




Ala 


Gin 


Gin 


Ser 




330 






Ser 


Tyr 


Asp 


Thr 



345 



Leu Val Phe Leu 
15 

Glu Lys Glu Asn 
30 

Glu Arg Asp Ser 
45 

Leu Lys Val Glu 

Arg Pro Arg Pro 
80 

Lys Glu Glu Asp 
95 

Pro Gin Pro Arg 
110 

Trp Pro Arg Lys 
125 

Asp Glu Asp Glu 

Arg Pro Pro His 
160 

Glu Glu Gin Gin 
175 

Arg His Lys Asn 
190 

Thr Leu Phe Lys 
205 

Asn Gin Arg Ser 

Glu Phe Asn Ser 
240 

Ala Asp Tyr Leu 
255 

Val Asn Asn Asp 
270 

Leu Arg Val Pro 
285 

Asn Glu Asn Leu 

Gly Arg Phe Glu 
320 

Tyr Leu Gin Gly 
335 

Lys Phe Glu Glu 
350 
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lie Asn Lys 
355 

Gin Arg Leu 
370 

Arg Ala Leu 
385 

Ser Glu Asp 

Asn Lys Leu 

Leu Arg Asp 
435 

Ala Leu Leu 
450 

lie Asn Glu 
465 

Gin Gin Glu 

Arg Ala Glu 

Pro Val Val 
515 

lie Asn Ala 
530 

Asn Val He 
545 

Gly Ser Ala 

Tyr Phe Val 

Arg Lys Gly 
595 



Val Leu Phe 

Gin Glu Ser 

Ser Lys Arg 
390 

Lys Pro Phe 
405 

Gly Lys Phe 
420 

Leu Asp He 

Leu Pro His 

Gly Asp Ala 
470 

Gin Gin Gin 
485 

Leu Ser Glu 
500 

Val Asn Ala 

Glu Asn Asn 

Ser Gin He 
550 

Gin Ala Val 
565 

Asp Ala Gin 
580 

Pro Leu Ser 



Ser Arg 
360 
Val He 
375 

Ala Lys 

Asn Leu 

Phe Glu 

Phe Leu 
440 
Phe Asn 
455 

Asn He 

Glu Glu 

Gin Asp 

Thr Ser 
520 
Gin Arg 
535 

Pro Ser 

Glu Lys 

Pro Lys 

Ser He 
600 



Glu Glu Gly Gin 
Val Glu 
Ser Ser 



Arg Ser 
410 
He Thr 
425 

Ser He 

Ser Lys 

Glu Leu 

Gin Pro 
4 90 
He Phe 
505 

Asn Leu 

Asn Phe 

Gin Val 

Leu Leu 
570 
Lys Lys 
585 

Leu Arg 



He Ser 
380 
Ser Arg 
395 

Arg Asp 



Pro Glu 

Val Asp 

Ala He 
460 
Val Gly 
475 

Leu Glu 

Val He 

Asn Phe 

Leu Ala 
540 
Gin Glu 
555 

Lys Asn 
Glu Glu 
Ala Phe 



Gin Gin 
365 

Lys Glu 

Lys Thr 

Pro He 

Lys Asn 
430 
Met Asn 
445 

Val He 

Leu Lys 

Val Arg 

Pro Ala 
510 
Phe Ala 
525 

Gly Ser 

Leu Ala 

Gin Arg 

Gly Asn 
590 

Tyr 
605 



Gly Glu 

Gin He 

He Ser 
400 
Tyr Ser 
415 

Pro Gin 

Glu Gly 

Leu Val 

Glu Gin 
480 
Lys Tyr 
495 

Gly Tyr 

He Gly 

Gin Asp 

Phe Pro 
560 
Glu Ser 
575 

Lys Gly 



<210> 26 
<211> 23 
<212> *PRT 

<213> Stenocarpus sinuatus 



<220> 

<221> PEPTIDE 
<222> (1) . . . (23) 

<223> Partial MiAMP2c homologous peptide. 
<400> 26 

Val Lys Glu Asp His Gin Phe Glu Thr Arg Gly Glu He Leu Glu Cys 

15 10 15 

Tyr Arg Leu Cys Gin Gin Gin 
20 

<210> 27 
<211> 17 
<212> PRT 

<213> Stenocarpus sinuatus 



<220> 

<221> PEPTIDE 
<222> (1) . . . (27) 



20 



<223> Partial MiAMP2c homologous peptide. 



<400> 27 

Gin Lys His Arg Ser Gin lie Leu Gly Cys Tyr Leu Xaa Cys Gin Gin Leu 
15 10 15 

<210> 28 
<211> 28 
<212> PRT 

<213> Stenocarpus sinuatus 
<220> 

<221> PEPTIDE 
<222> (1) ... (28) 

<223> Partial MiAMP2c homologous peptide. 
<400> 28 

Leu Asp Pro lie Arg Gin Gin Gin Leu Cys Gin Met Arg Cys Gin Gin 

15 10 15 

Gin Glu Lys Asp Pro Arg Gin Gin Gin Gin Cys Lys 
20 25 

<210> 29 
<211> 368 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> A synthetic nucleotide sequence which can be used 
for the expression and secretion of MiAMP2c, 
containing the leader sequence from SEQ ID NO: 11 
and SEQ ID NO: 5. 

<221> CDS 

<222> (103) . . . (333) 
<400> 29 

aactctagag cggccgcgtc gactattttt acaacaatta ccaacaacaa caaacaacaa 60 
acaacattac aattactatt tacaattaca ggatccacaa ca atg get tgg ttc 114 

Met Ala Trp Phe 
1 

cac gtt tct gtt tgt aac get gtt ttc gtt gtt att att att att atg 162 
His Val Ser Val Cys Asn Ala Val Phe Val Val He He He He Met 
5 10 15 20 

ctt ctt atg ttc gtt cct gtt gtt aga ggt aga caa aga gat cct caa 210 
Leu Leu Met Phe Val Pro Val Val Arg Gly Arg Gin Arg Asp Pro Gin 
25 30 35 

caa caa tac gag caa tgt caa aag agg tgt caa agg aga gag act gag 258 
Gin Gin Tyr Glu Gin Cys Gin Lys Arg Cys Gin Arg Arg Glu Thr Glu 
40 45 50 

cct aga cac atg caa att tgt cag caa agg tgt gaa agg agg tac gag 306 
Pro Arg His Met Gin He Cys Gin Gin Arg Cys Glu Arg Arg Tyr Glu 
55 60 65 
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aag gag aag agg aag caa caa aag agg tgaggatccg tcgacgcggc 
Lys Glu Lys Arg Lys Gin Gin Lys Arg 
70 75 



cgcagatcta gacaa 

<210> 30 
<211> 77 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> A synthetic peptide sequence which can be used for 
the expression and secretion of MiAMP2c containing 
the leader sequence from SEQ ID NO: 11 and peptide 
sequence from SEQ ID NO: 5. 

<400> 30 



Met 


Ala 


Trp 


Phe 


His 


Val 


Ser 


Val 


Cys 


Asn 


Ala 


Val 


Phe 


Val Val 


He 


1 








5 










10 








15 




He 


He 


He 


Met 


Leu 


Leu 


Met 


Phe 


Val 


Pro 


Val 


Val 


Arg 


Gly Arg 


Gin 








20 










25 










30 




Arg 


Asp 


Pro 


Gin 


Gin 


Gin 


Tyr 


Glu 


Gin 


Cys 


Gin 


Lys 


Arg 


Cys Gin 


Arg 






35 










40 










45 






Arg 


Glu 


Thr 


Glu 


Pro 


Arg 


His 


Met 


Gin 


He 


Cys 


Gin 


Gin 


Arg Cys 


Glu 




50 










55 










60 








Arg 


Arg 


Tyr 


Glu 


Lys 


Glu 


Lys 


Arg 


Lys 


Gin 


Gin 


Lys 


Arg 






65 










70 










75 











<210> 31 
<211> 27 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Consensus sequence for antimicrobial peptides 
wherein X is any amino acid. 

<400> 31 

Cys Xaa Xaa Cys Xaa Xaa Xaa Cys Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa 

15 10 15 

Xaa Xaa Cys Xaa Xaa Xaa Cys Xaa Xaa Xaa Cys 
20 25 

<210> 32 
<211> 28 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Consensus sequence for antimicrobial peptides 
wherein X is any amino acid. 

<400> 32 

Cys Xaa Xaa Cys Xaa Xaa Xaa Cys- Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa 
15 10 15 
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Xaa Xaa Xaa Cys Xaa Xaa Xaa Cys Xaa Xaa Xaa Cys 
20 25 



<210> 33 
<211> 29 
<212> PRT 

<213> Artificial Sequence 



<220> 

<223> Consensus sequence for antimicrobial peptides 
wherein X is any amino acid. 



<400> 33 
Cys Xaa Xaa Cys Xaa Xaa Xaa Cys 

1 5 
Xaa Xaa Xaa Xaa Cys Xaa Xaa Xaa 
20 



Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa 

10 15 
Cys Xaa Xaa Xaa Cys 
25 



<210> 34 
<211> 27 
<212> PRT 

<213> Artificial Sequence 



<220> 

<223> Consensus sequence for antimicrobial peptides, 
wherein X is any amino acid and the first and 
last X are Phenylalanine or Tyrosine. 



<400> 34 
Xaa Xaa Xaa Cys Xaa Xaa Xaa Cys 

1 5 
Xaa Xaa Cys Xaa Xaa Xaa Cys Xaa 
20 



Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa 

10 15 
Xaa Xaa Xaa 
25 



<210> 35 
<211> 28 
<212> PRT 

<213> Artificial Sequence 



<220> 

<223> Consensus sequence for 
wherein X is any amino 
X are phenylalanine or 



antimicrobial peptides 
acid and the first and last 
Tyrosine . 



<400> 35 

Xaa Xaa Xaa Cys Xaa Xaa Xaa Cys Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa 

1.5 10 15 

Xaa Xaa Xaa Cys Xaa Xaa Xaa Cys Xaa Xaa Xaa Xaa 
20 25 



<210> 36 
<211> 29 
<212> PRT 

<213> Artificial Sequence 



<220> 

<223> Consensus sequence for antimicrobial peptides 



23 



wherein X is any amino acid and the first and last 
X are phenylalanine or Tyrosine. 



<400> 36 

Xaa Xaa Xaa Cys Xaa Xaa Xaa Cys Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa 

15 10 15 

Xaa Xaa Xaa Xaa Cys Xaa Xaa Xaa Cys Xaa Xaa Xaa Xaa 
20 25 

<210> 37 
<211> 20 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Consensus sequence for antimicrobial peptides 
wherein X is any amino acid. 





<400> 


37 




Cys 


Xaa Xaa 


Xaa 


Cys Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa 


i 
± 






5 10 15 


Xaa 


*\ a ex. /\cid 


Cys 








20 








38 






v. Z ± 1 > 


21 






<Z > 


PRT 








Artificial Sequence 




<220> 










Consensus sequence for antimicrobial peptides 






wherein X is any amino acid. 




<400> 


38 




Cys 


Xaa Xaa 


Xaa 


Cys Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa 


1 






5 10 15 


Cys 


Xaa Xaa 


Xaa 


Cys 






20 






<210> 


39 






<211> 


22 






<212> 


PRT 






<213> 


Artificial Sequence 




<220> 








<223> 


Consensus sequence for antimicrobial peptides 






wherein X is any amino acid. 




<400> 


39 




Cys 


Xaa Xaa 


Xaa 


Cys Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa 


1 






5 10 15 


Xaa 


Cys Xaa 


Xaa 


Xaa Cys ' 






20 






<210> 


40 






<211> 


5 






<212> 


PRT 





24 



<213> Artificial Sequence 
<220> 

<223> Consensus sequence for antimicrobial peptides 
wherein X is any amino acid. 

<400> 40 
Cys Xaa Xaa Xaa Cys 
1 5 



25 



